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TITLE: Evidence required by the people of Queensland from the Queensland Government about the 

efficacy of PCR Tests and cycle threshold 

There is overwhelming evidence that the Reverse Transcription Polymerase Chain Reaction (RT-PCR) 

test (PCR test) to detect SARS-CoV-2 is seriously flawed and not fit for purpose.  

1. On 21 July 2021, the U.S. CDC announced that after 31 December 2021, it will withdraw the 

PCR test to diagnose SARS-CoV-2.”1 

This is a significant announcement as it is now beyond question that the main method of 

testing (others being viral and antibody/serology) for SARS-CoV-2, the PCR test, is 

seriously flawed and the reviews have failed. It is also interesting that the FDA and CDC 

are under pressure and have started to remove all references to the PCR test, instead 

referring to “nucleic acid amplification tests (NAATs) and antigen tests”.2 The next day (22 

July 2021) the Daily Mail published an article downplaying, if not ignoring, the seriousness 

of this announcement, instead pushing for antigen testing over the PCR test. 3 Predictably, 

the original backers of the PCR test through the Drosten-Corman Report (see point 2 

below) are now buying up laboratories, for the moment in the UK, dedicated to new 

testing regimes.4 

George Soros and Bill Gates are part of a consortium acquiring a British developer of 

rapid-testing technology, including for Covid-19 and tropical diseases, to turn it into a 

social enterprise. 

The group, led by the Soros Economic Development Fund, an investment division of the 

billionaire philanthropist’s Open Society  Foundations, is investing at least £30 million in 

Mologic, which develops lateral flow and fast diagnostic technologies.  

Until little more than one week ago, the CDC’s own calculations showed that the PCR 

tests that detect live viruses in samples that have gone above 33 cycle thresholds are 

unreliable. Furthermore, research published back in April 2020 concluded patients with 

positive PCR tests that had a cycle threshold above 33 were not contagious and could 

safely be discharged from the hospital or home isolation.5 The CDC announcement goes 

on to advise those clinical laboratories and testing facilities affected, to transition to an 

FDA authorised alternative, “…preferably one that (can) facilitate continued testing for 

both influenza and SARS-CoV-2 and can save both time and resources as we head into 

influenza season.)6 

 “The FDA has identified this as a Class I recall, the most serious type of recall. Use of 

these devices may cause serious injuries or death.”7 Interestingly the FDA has already 

started to recall a number of testing kits stating that the performance characteristics of 

this particular test have not been adequately established, presenting a risk of false 

results, including false negatives and false positives. It is unknown how many of these 

testing kits were used by each of the PCR testing devices named, but it is assumed to be 

many millions.8  

 
1 https://www.cdc.gov/csels/dls/locs/2021/07-21-2021-lab-alert-Changes_CDC_RT-PCR_SARS-CoV-2_Testing_1.html 
2 Centers for Disease Control. Overview of Testing for SARS-CoV-2 (COVID-19). Updated 1 July 2021. 
3 https://www.dailymail.co.uk/health/article-9815093/Rapid-COVID-19-tests-effective-PCR-lab-tests-people-tested.html 
4 Bill Gates and George Soros buy out UK Covid test company Mologic. The Times. Alex Ralph. Tuesday 20 July 2021. 
5 Rhee C, Kanjilal S, Baker M, Klompas M. Duration of SARS-CoV-2 infectivity: when is it safe to discontinue isolation? Clin Infect Dis 2020; 
doi:10.1093/cid/ciaa1249. 
6 https://www.cdc.gov/csels/dls/locs/2021/07-21-2021-lab-alert-Changes_CDC_RT-PCR_SARS-CoV-2_Testing_1.html 
7 US Food and Drug Administration. Innova Medical Group Recalls Unauthorized SARS-CoV-2 Antigen Rapid Qualitative Test with Risk of False 
Test Results. 06.10.21. Accessed 27 July 2021. 
8 US Food and Drug Administration. 2021 Medical Device Recalls. Current as at 07.22.2021. 

https://www.cdc.gov/coronavirus/2019-ncov/hcp/testing-overview.html
https://www.thetimes.co.uk/article/bill-gates-and-george-soros-buy-out-uk-covid-test-company-mologic-70c3r736b
https://www.fda.gov/medical-devices/medical-device-recalls/innova-medical-group-recalls-unauthorized-sars-cov-2-antigen-rapid-qualitative-test-risk-false-test
https://www.fda.gov/medical-devices/medical-device-recalls/innova-medical-group-recalls-unauthorized-sars-cov-2-antigen-rapid-qualitative-test-risk-false-test
https://www.fda.gov/medical-devices/medical-device-recalls/2021-medical-device-recalls


Page 2 of 20  Petition: PCR testing – further evidence as requested 
31/7/2021  Provided to The Clerk of the Parliament (Queensland) 

The importance of this recall cannot be overstated. It hardly needs pointing out that the 

entire SARS-CoV-2 pandemic is contingent upon the positive results using the most 

popular testing method, the PCR testing procedure. Without the desperate calls to “test, 

test, test” by all lead organisations such as the World Health Organization, 9 testing for 

SARS-CoV-2 would likely have been through more standard methods, such as that used 

for influenza. 

A small but important digression is needed for perspective. The number of so -called 

positive SARS-CoV-2 cases in Australia and around the world, including the mortality 

rates, are not consistent with a deadly pandemic, such as the Black Plague in the Middle 

Ages which killed one third of Europe, and the and the Spanish Influenza Pandemic in two 

years between 1918-1920? “The Spanish flu pandemic emerged at the end of the  First 

World War, killing more than 50 million people worldwide. Despite a swift quarantine 

response in October 1918, cases of Spanish flu began to appear in Australia in early 1919. 

About 40 per cent of the population fell ill and around 15,000 died as the virus spread 

through Australia.”10   

As a full data set is not available for 2021, it is not feasible to include these for 

comparison until total deaths for 2021 are provided in February 2022. Also, not all deaths 

from all causes such as road trauma, exposure to forces of nature etc. are provided in the 

table. The causes of death selected are for illustration purposes.  

DOCTOR CERTIFIED DEATHS 2020 2015-2019 (average) 

Total deaths 141,457 140,969 (a) 

COVID 833 0 

Total respiratory diseases (b) 12,058 14,357 

Cancer 47,998 46,084 

Ischaemic heart diseases  13,504 15,100 

Dementia including Alzheimer’s 14,512 13,506 

Cerebrovascular diseases  8,995 9,749 

Diabetes 4,890 4,455 

Intentional self-harm n/a 2,211 

Source: Australian Bureau of Statistics Provisional Mortality Statistics 11:30 6 May 2021; 3303.0.55.004, released 29 July 2021. 
(a) Note that this is the average, minimum total deaths are 135,970 and maximum deaths 147,199 
(b) Total respiratory diseases include: influenza and pneumonia, chronic lower respiratory conditions 

From the table above using ABS data, when deaths from SARS-CoV-2 first emerged 

(March 2020) there is barely a statistical difference between the average number of total 

deaths in 2020 to that over the previous five years. In fact, the average maximum number 

of deaths over the previous five years (2015-2019) is higher than the 2020 total number 

of deaths - 147,199 to 141,457. Deadly pandemic? The discussion on the data released by 

the ABS for 1 January 2021-25 April 2021 shows an increase in excess deaths.11 It is 

premature to be declaring SARS-CoV-2 has had an impact on excess deaths simply by 

comparing death numbers over months rather than whole years. While the mechanism to 

calculate excess deaths is complex, it is disingenuous to announce this is, “2,427 deaths 

(5.6%) more than the 2015-19 average and comparable to 2020” when the year 2021 has 

 
9 World Health Organization. WHO Director-General's opening remarks at the media briefing on COVID-19 - 16 March 2020. Accessed 27 July 
2021. 
10 National Museum of Australia. Influenza Pandemic. 1919: Influenza pandemic reaches Australia. Accessed 26 July 2021. 
11 Australian Bureau of Statistics Provisional Mortality Statistics Provisional deaths data for measuring changes in patterns of mortality during 
the COVID-19 pandemic and recovery period. Reference Period January 2020-April 2021. 3303.0.55.004. Released 29 July 2021. 

https://www.who.int/director-general/speeches/detail/who-director-general-s-opening-remarks-at-the-media-briefing-on-covid-19---16-march-2020
https://www.abs.gov.au/statistics/health/causes-death/provisional-mortality-statistics/latest-release
https://www.abs.gov.au/statistics/health/causes-death/provisional-mortality-statistics/latest-release
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not yet played out. Interestingly, the ABS also state that, “there was an average of 378.4 

deaths per day between January and April 2021, comparable to 375.9 at the same point in 

2020.” However, in desperately seeking the deadly pandemic, the ABS does not give the 

average deaths per day over the years 2015-2019. Allowing for the leap year of 2016, the 

average number of deaths of Australians per day over that five-year period is 386.01. Yes, 

a clear 10 deaths per day more than in 2020. 

Similarly in the United States. In November 2020, Dr. Genevieve Briand of Johns Hopkins 

University published a study demonstrating that the overall death rate in the United States has 

remained the same, despite the deaths attributed to COVID-19. Dr. Briand analysed federal 

CDC data for 2018 and 2020 and found that nationwide deaths from causes other than COVID-

19, decreased by the same amount that COVID-19 deaths increased, raising the presumption 

that deaths from these other causes have been characterized as COVID-19 deaths. A summary 

of Dr Briand’s research and the reasons for censoring the study are explained in an article from 

the American Institute for Economic Research.12 

According to an analysis of PCR tests compiled by the Foundation for Innovative New 

Diagnostics through the University Hospitals of Geneva, many manufacturers of PCR tests set 

the cycle threshold cut-off for a positive sample at up to 42 cycles, a level numerous public 

health officials believe is guaranteed to return what are effectively false positive results that 

have detected fragments of the virus.13  

There is, however, one curious exception to this standard. The CDC now officially identifies 

“breakthrough” cases, where people who have been vaccinated test positive for SARS-CoV-2.  

The CDC website (updated 15 July 2021) states that once a person is vaccinated, and tests 

positive for SARS-CoV-2 using a PCR test, the CDC will only count the positive result at 28 Ct or 

less. “For cases with a known RT-PCR cycle threshold (Ct) value, submit only specimens with Ct 

value ≤28 to CDC for sequencing. (Sequencing is not feasible with higher Ct values.)”14 

Moreover, the CDC has announced it will no longer compile and report data showing the total 

number of vaccinated who subsequently contract COVID-19: “[We are] transitioning to 

reporting only patients with COVID-19 vaccine breakthrough infection that were hospitalized 

or died to help maximize the quality of the data collected.”15  

It is worth noting that the New South Wales Department of Health advises on its website 

that:16 

PCR testing is regarded as the current standard for diagnosis of COVID-19 infection (see the 

Australian Government Department of Health’s Therapeutic Goods Administration website) and 

Public Health Laboratory Network (PHLN) data. 

 

Generally, the number of cycles run by the PCR systems is 45, however this can vary depending 

on the machine or assay used. Generally the cut-off or threshold is set at a Ct of 40.  However as 

mentioned above this is set by the manufacturer’s instructions as well as the validation 

processes required by all Australian laboratories.  

There is no declaration or even evidence of what PCR cycle threshold is used in 

Queensland on any public website.  

 
12 Yang E. The censorship of Dr Briand. American Institute for Economic Research. December 1 2020.  
13 Foundation for Innovative New Diagnostics. SARS-CoV-2 molecular assay evaluation: results. Updated 3 July 2020. PDF version. 
14 Centers for Disease Control and Prevention. COVID-19 Vaccine Breakthrough Case Investigation and Reporting. (Under the heading For 
state health departments.) 
15 Ibid. 
16 NSW Government Department of Health: Pathology. SARS-CoV2 NAT (nucleic acid testing). Accessed 28 July 2021. 

https://www.tga.gov.au/how-testing-works-covid-19
https://www.aier.org/article/the-censorship-of-dr-briand/
https://www.finddx.org/covid-19/sarscov2-eval-molecular/molecular-eval-results/
https://www.finddx.org/wp-content/uploads/2020/07/FIND_SARS-COV2_molecular-assay-evaluation-results_03Jul2020.pdf
https://www.cdc.gov/vaccines/covid-19/health-departments/breakthrough-cases.html
https://www.pathology.health.nsw.gov.au/covid-19-info/sars-cov2-nat
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2. The Corman-Drosten Review Report shows that beyond a cycle threshold of 35, the PCR test 

becomes useless as it detects past, latent viruses which no longer pose a threat. Further, the 

probability of a false positive result is 97% at 35 cycles or higher. 

On 23 January 2020, a paper now known as the “Corman-Drosten Report” was published 

to provide guidance in the detection using real time PCR tests for SARS-CoV-2.17 Dr. 

Christian Drosten, along with several colleagues from the Berlin Virology Institute at 

Charité Hospital, together with the head of a small Berlin biotech company, TIB Molbiol 

Syntheselabor GmbH controversially received the backing of the German Government.18 

This German Government-sponsored report has been used by many governments and 

lead organisations, such as the WHO, around the world to justify the use of PCR tests to 

detect SARS-CoV-2. The Corman-Drosten Report recommends a cycle threshold of 45 

amplifications to detect SARS-CoV-2.  

Within this document, the authors mention the similarities between SARS-CoV-2 and the 
2003 SARS epidemic. “We report on the establishment and validation of a diagnostic 
workflow for 2019-nCoV screening and specific confirmation [using the RT-PCR 
test], designed in absence of available virus isolates or original patient specimens.  Design 
and validation were enabled by the close genetic relatedness to the 2003 SARS-CoV-2 and 
aided by the use of synthetic nucleic acid technology.” What this statement suggests is 
that the identity of “2019-nCoV” was not required and that “validation” would be enabled 
by “the close genetic relatedness to the 2003-SARS-CoV.”19 

The recommendations of the Drosten-Corman Report and the small laboratory connected 
to Dr Drosten (supported by the Gates Foundation)20 regarding the use of the RT-PCR test 
applied to 2019-nCoV were then transmitted to the WHO. They were subsequently endorsed 
by the Director General of the WHO, Tedros Adhanom. The identity of the virus was not 
required. The above also explains the subsequent renaming by the WHO of the 2019-nCoV 
to SARS-CoV-2. 

On 27 November 2020, an international consortium of scientists published a review of the 

Corman Drosten Report.21 This external peer review of the PCR test used to detect SARS-

CoV-2 revealed ten major scientific flaws at the molecular and methodological level 

exposing alarming consequences for false positive results. The 22 highly respected 

experts and scientists from the fields of medicine, virology, and epidemiology, submitted 

a retraction letter to the Eurosurveillance editorial board of the European Centre for 

Disease Prevention and Control (ECDC). Controversially, on 4 February 2021 this editorial 

board deemed that “the criteria for a retraction of the article have not been fulfilled”, 

with the effect that this contentious report is still current. Debate continues to circulate 

about the whether the original manuscript fulfils the requirements for an acceptable 

scientific publication. 

 
17 Corman Victor M, Landt Olfert, Kaiser Marco, Molenkamp Richard, Meijer Adam, Chu Daniel KW, Bleicker Tobias, Brünink Sebastian, 
Schneider Julia, Schmidt Marie Luisa, Mulders Daphne GJC, Haagmans Bart L, van der Veer Bas, van den Brink Sharon, Wijsman Lisa, Goderski 
Gabriel, Romette Jean-Louis, Ellis Joanna, Zambon Maria, Peiris Malik, Goossens Herman, Reusken Chantal, Koopmans Marion PG, Drosten 
Christian. Detection of 2019 novel coronavirus (2019-nCoV) by real-time RT-PCR. Euro Surveill. 2020;25(3):pii=2000045. 
https://doi.org/10.2807/1560-7917.ES.2020.25.3.2000045 
18 Engdhal, FW. Coronavirus Scandal Breaking in Merkel’s Germany. False Positives and the Drosten PCR Test. Global Research. 11 December 
2020. 
19 Ibid. 
20 Bill and Melinda Gates Foundation. Grants awarded. 
21 Borger, P. et al. Review report Corman-Drosten et al. Eurosurveillance 2020. International Consortium of Scientists in Life Sciences (ICSLS) 
[Oct 2020 – Jan 2021] https://cormandrostenreview.com/  

https://www.globalresearch.ca/coronavirus-scandal-breaking-merkel-germany/5731891
https://web.archive.org/web/20210121071224/https:/www.gatesfoundation.org/How-We-Work/Quick-Links/Grants-Database/Grants/2020/03/INV-005971
https://cormandrostenreview.com/
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Nevertheless, for the purposes of this paper, the first serious flaw the virology experts 

found was that the Corman-Drosten Report was based on theoretical sequences supplied 

by a Chinese laboratory and not actual data from virus fragments. This is because  neither 

control material of infectious (“live”) or inactivated SARS-CoV-2 nor isolated genomic RNA 

of the virus was available to the authors. To date no validation has been performed based 

on isolated SARS-CoV-2 viruses or full-length RNA. 

The Review Report discusses highly detailed scientific evidence as to why PCR testing in 

the detection of SARS-CoV-2 can be misused as to render the results meaningless. 

However, the most significant for the purposes of providing further information for this 

point is the amplification or cycle threshold for the PCR test itself. As already indicated 

the Corman-Drosten Report recommended a cycle threshold of 45 amplifications. The 

Review Report states that the use of PCR tests for virus detection at greater than 35 

threshold cycles only detect signals which do not correlate with infectious virus  as 

determined by isolation in cell culture. If someone is tested by PCR as positive at a 

threshold of 35 cycles or higher, the probability that person is actually infected is less 

than 3%. In other words, the probability that the person will have a false positive result is 

97%. The Review Report concludes that the maximum reasonably reliable cycle threshold 

value is 30 cycles. Above a cycle threshold of 35 cycles, rapidly increasing numbers of 

false positives must be expected. Therefore, PCR data evaluated as positive after a cycle 

threshold value of 35 cycles are completely unreliable.22 

Between 30 and 35 there is a grey area, where a positive test cannot be established with 

certainty. This area should be excluded. Of course, one could perform 45 PCR cycles, as 

recommended in the Corman-Drosten WHO-protocol (Figure 4), but then you also have to 

define a reasonable Ct-value (which should not exceed 30). But an analytical result with a 

Ct value of 45 is scientifically and diagnostically absolutely meaningless (a reasonable Ct -

value should not exceed 30). All this should be communicated very clearly. It is a 

significant mistake that the Corman-Drosten paper does not mention the maximum Ct 

value at which a sample can be unambiguously considered as a positive or a negative test -

result. This important cycle threshold limit is also not specified in any follow -up 

submissions to date. 

The Review Report cites other peer-reviewed published scientific papers which also 

conclude that virus isolation of SARS-CoV-2 at high cycle threshold values is unsuccessful. 

Further, these scientific studies show that only non-infectious (dead) viruses are detected 

with cycle threshold values of 35.23 

The Review Report also stated that the Drosten-Corman Report suffered from numerous 

major and minor technical and scientific errors, including insufficient primer design, a 

problematic and insufficient RT-qPCR protocol, and the absence of an accurate test 

validation. Further, serious conflicts of interest of the authors are not mentioned. Finally, 

the very short timescale between submission and acceptance of the publication (24 

hours) signifies that a systematic peer review process was either not performed here, or 

of problematic poor quality.   

 
22 Borger, P. et al. Review report Corman-Drosten et al. Eurosurveillance 2020. International Consortium of Scientists in Life Sciences (ICSLS) 
[Oct 2020 – Jan 2021] https://cormandrostenreview.com/ 
23 Jefferson T, Spencer E, Brassey J, Heneghan C. Viral cultures for COVID-19 infectivity assessment. Systematic review. Systematic review doi: 
https://doi.org/10.1101/2020.08.04.20167932 
https://www.medrxiv.org/content/10.1101/2020.08.04.20167932v4 
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3. World experts are calling for an end to PCR testing which produces high false positives, 

resulting in flawed “case” numbers being used to justify the violation of human rights and the 

destruction of economies.  

Despite their widespread use in the multi millions, PCR tests have never been validated and 

do not represent what is referred to as the “gold standard.” Despite highly respected 

scientists and doctors from around the world warning about the stability, inconsistencies, and 

flaws of the PCR test, some since censored as the data was not consistent with the narrative, 

the World Health Organization recommended the PCR testing procedure in record time.24 25 26 
27 28  Tests need to be evaluated to determine their accuracy - more precisely their "sensitivity" 

and "specificity" by comparison with a "gold standard", which means the most accurate 

method available. This is a fundamental point. But as infectious diseases specialist Sanjaya 

Senanayake, for example, stated in an ABC TV interview in an answer to the question “How 

accurate is the [COVID-19] testing?”:29 

If we had a new test for picking up [the bacterium] golden staph in blood, we’ve already got 

blood cultures, that’s our gold standard we’ve been using for decades, and we could match this 

new test against that. But for COVID-19 we don’t have a gold standard test.” 

As previously stated, the higher the cycle threshold or CT Value, the less likely the detected 

fragment of viral RNA is intact, alive and infectious. Virtually all scientists, including Dr. Fauci, 

agree that any PCR test run at a CT value of 35-cycles or greater is useless. Dr. Fauci has stated:  

What is now evolving into a bit of a standard is that if you get a cycle threshold of 35 or more 

that the chances of it being replication competent are miniscule…We have patients, and it is 

very frustrating for the patients as well as for the physicians…somebody comes in and they 

repeat their PCR and it’s like 37 cycle threshold…you can almost never culture virus from a 37 

threshold cycle. So I think if somebody does come in with 37, 38, even 36, you gotta say, you 

know, it’s dead nucleotides, period.”30    

A study funded by the French government showed that even at 35-cycles, the false positivity 

rate is as high as 97%. Despite this, a majority of the PCR tests for COVID-19 deployed under 

EUAs in the United States are run at cycles seemingly guaranteed to produce false positive 

results. Under the EUAs issued by the FDA, there is no flexibility to depart from the 

manufacturer’s instructions and change the way in which the test is administered or 

interpreted. 31 

Numerous virology, medical and epidemiological experts have argued that cycle 

thresholds are an important metric by which patients, the public, and policymakers can 

make more informed decisions about how infectious and/or sick an individual with a 

 
24 Li Y et al. Stability issues of RT-PCR testing of SARS-CoV-2 for hospitalized patients clinically diagnosed with COVID-19. J Med Virol. 2020 
Jul;92(7):903-908. doi: 10.1002/jmv.25786. Epub 2020 Apr 5. 
25 Young BE et al Epidemiologic Features and Clinical Course of Patients Infected With SARS-CoV-2 in Singapore. JAMA. DOI: 
10.1001/jama.2020.3204 
26 Byrne J. Coronavirus: a reliable test is badly needed. We don’t have one. Health Insight UK. 12 Feb 2020, 
27 Zhuang GH, et al. [WITHDRAWN: Potential false-positive rate among the 'asymptomatic infected individuals' in close contacts of COVID-19 
patients]. 2020 Mar 5;41(4):485-488.. doi: 10.3760/cma.j.cn112338-20200221-00144. PMID: 32133832. 
28 Patrick, David M et al. “An Outbreak of Human Coronavirus OC43 Infection and Serological Cross-reactivity with SARS Coronavirus.” The 
Canadian journal of infectious diseases & medical microbiology. vol. 17,6 (2006): 330-6. doi:10.1155/2006/152612 
29 ABC TV interview Australian infectious disease specialist Sanjaya Senanayake. 6 October 2020. 
30 YouTube: TWiV 641: COVID-19 with Dr. Anthony Fauci. July 17, 2020. 106,616 views 
31 Jaafar R et al. Correlation Between 3790 Quantitative Polymerase Chain Reaction–Positives Samples and Positive Cell Cultures, Including 
1941 Severe Acute Respiratory Syndrome Coronavirus 2 Isolates. Clinical Infectious Diseases, Volume 72, Issue 11, 1 June 2021, Page e921, 
https://doi.org/10.1093/cid/ciaa1491. Published: 28 September 2020 

https://doi.org/10.1001/jama.2020.3204
https://healthinsightuk.org/2020/02/12/coronavirus-a-reliable-test-is-badly-needed-we-dont-have-one/
https://pubmed.ncbi.nlm.nih.gov/32133832/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC2095096/
https://www.youtube.com/watch?v=X6iJroN-TsE
https://www.youtube.com/watch?v=a_Vy6fgaBPE
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positive SARS-CoV-2 test might be, with health departments across the country failing to 

collect that data.32 

From hundreds of scientific studies, news reports, a small selection appears below: 

1. A study from the Infectious Diseases Society of America, found that at 25 cycles of 
amplification, 70% of PCR test "positives" are not "cases" since the virus cannot be 
cultured, it's dead. And by 35: 97% of the positives are non-clinical.33  

2. On November 5 2020, Dr. Pascal Sacré, explained in great detail how all current 
propaganda on the COVID-19 pandemic is based on an assumption that is considered 
obvious, true and no longer questioned the maxim: Positive RT-PCR test means being 
sick with COVID.34 

3. A study into the infectivity of SARS-CoV-2 observed, “Complete live viruses are 
necessary for transmission, not the fragments identified by PCR. Prospective routine 
testing of reference and culture specimens and their relationship to symptoms, signs 
and patient co-factors should be used to define the reliability of PCR for assessing 
infectious potential. Those with high cycle threshold are unlikely to have infectious 
potential.”35 

4. An article from Clinical Infectious Diseases Journal concluded that, “The Ct value is 
inversely related to the amount of nucleic acid present in the sample, such that every 
increase in Ct value of ~3.3 corresponds to a 10-fold reduction in the amount of 
nucleic acid. Most SARS-CoV-2 PCR assays use a Ct cut off of <40 for positivity. Ct 
values must be interpreted with caution as they do not reflect a true viral load, which 
requires standardization using reference curves. As such, they are not directly 
comparable across assays. Furthermore, differences in specimen collection quality 
and reaction conditions can introduce further variation. This imprecision in PCR 
testing is most apparent when the amount of viral nucleic acid at the sampling site 
approaches the limit of detection for the assay and is the most common reason for 
why some patients alternate between testing negative and testing positive.” 36 

5. Jansen et al concluded that, “Highly sensitive techniques, such as PCR, have greatly 
improved the detection of respiratory viruses. However, the sensitivity of PCR tests 
also complicates clinical interpretation, as the presence of small amounts of viral 
targets may not necessarily have clinical relevance.37 

6. Bullard et al found, “A major drawback to PCR and other diagnostic approaches 
(including other NA, serology, and antigen detection) is that they all fail to determine 
virus infectivity; PCR sensitivity is excellent but specificity for detecting replicative 
virus is poor.38 Further, Bullard et al note: “In conclusion, the SARS-CoV-2/COVID-19 
pandemic represents a dynamic situation where decisions and policy must be guided 
by evidence. Our study showed no positive viral cultures with a Ct > 24 or STT > 8 

 
32 Just the News. December 2 2020. State health departments across country failing to collect critical COVID-19 pandemic data: "Cycle 
threshold" information for COVID tests remains largely absent from state data. 
33 Jaafar R et al. Correlation Between 3790 Quantitative Polymerase Chain Reaction–Positives Samples and Positive Cell Cultures, Including 
1941 Severe Acute Respiratory Syndrome Coronavirus 2 Isolates. Clinical Infectious Diseases, Volume 72, Issue 11, 1 June 2021, Page e921, 
https://doi.org/10.1093/cid/ciaa1491. Published: 28 September 2020 
34 Sacre, P. The COVID-19 RT-PCR Test: How to Mislead All Humanity. Using a “Test” To Lock Down Society. Global Research. 5 November 
2020. 
35 Jefferson T, Spencer E, Brassey J, Heneghan C. Viral cultures for COVID-19 infectivity assessment. Systematic review. medRxiv 2020: 
2020.08.04.20167932. 
36 Rhee C, Kanjilal S, Baker M, Klompas M. Duration of SARS-CoV-2 infectivity: when is it safe to discontinue isolation? Clin Infect Dis 2020; 
doi:10.1093/cid/ciaa1249. 
37 Jansen RR, Wieringa J, Koekkoek SM, et al. Frequent detection of respiratory viruses without symptoms: toward defining clinically relevant 
cutoff values. J Clin Microbiol. 2011;49(7):2631-2636. doi:10.1128/JCM.02094-10 
38 Bullard J, Dust K, Funk D, et al.  Predicting infectious severe acute respiratory syndrome coronavirus 2 from diagnostic samples. Clin Infect 
Dis 2020; doi:10.1093/cid/ciaa638. 

https://academic.oup.com/cid/advance-article/doi/10.1093/cid/ciaa1491/5912603
https://www.globalresearch.ca/covid-19-rt-pcr-how-to-mislead-all-humanity-using-a-test-to-lock-down-society/5728483
https://justthenews.com/politics-policy/coronavirus/state-health-departments-across-country-are-failing-collect-critical
https://justthenews.com/politics-policy/coronavirus/state-health-departments-across-country-are-failing-collect-critical
https://doi.org/10.1093/cid/ciaa1491
https://www.globalresearch.ca/covid-19-rt-pcr-how-to-mislead-all-humanity-using-a-test-to-lock-down-society/5728483
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days. The odds of a positive culture were decreased by 32% for each unit increase in 
Ct. These data, if confirmed, may help guide isolation, contact tracing, and testing 
guidelines.” 

7. In an earlier study on Ebola using PCR tests, Strong et al conclude that, “A major 
drawback to the current mainstream approaches to ebolavirus diagnostics (PCR, 
serology, antigen detection) is that they fail to determine virus infectivity. 39 

8. In a French clinical study, La Scola et al observed that “…the combination of 
hydroxychloroquine and azithromycin was effective against SARS-CoV-2 by shortening 
the duration of viral load in Covid-19 patients. It is of paramount importance to 
define when a treated patient can be considered as no longer contagious. Correlation 
between successful isolation of virus in cell culture and Ct value of quantitative RT-
PCR targeting E gene suggests that patients with Ct above 33–34 using our RT-PCR 
system are not contagious and thus can be discharged from hospital care or strict 
confinement for non-hospitalized patients.”40 

9. The research group of French professor Didier Raoult has shown that at a cycle 
threshold (ct) of 25, about 70% of samples remained positive in cell culture (i.e. were 
infectious); at a ct of 30, 20% of samples remained positive; at a ct of 35, 3% of 
samples remained positive; and at a ct above 35, no sample remained positive 
(infectious) in cell culture. This means that if a person gets a “positive” PCR test result 
at a cycle threshold of 35 or higher (as applied in most US labs and many European 
labs), the chance that the person is infectious is less than 3%. The chance that the 
person received a “false positive” result is 97% or higher.41 

10. The Australian Government’s Department of Health has advised that, “It should be 
noted that PCR tests cannot distinguish between “live” virus and noninfective RNA.”42 

11. After 51 pages of detailed analysis, the Doherty Institute concluded that it would be 
best practice would be to use a second assay using a different gene target for this 
retesting, consistent with Australian guidelines.43 

12. Swiss Policy Research in an article published in October 2020 and updated in June 
2021 states that the issues with PCR testing are numerous issues that make the test 
completely unreliable in diagnosing SARS-CoV-2:44 

a. There can be large-scale test kit contamination, as both the US and the UK (and several 
African countries) discovered during the early phase of the pandemic.  

b. There can be testing site or lab contamination, which has led to countless false positive 
results, school closures, nursing home quarantines, cancel led sports events, and more. 

c. The PCR test can react to other coronaviruses. According to lab examinations, this 
happens in about 1% to 3% of cases if only one target gene is tested, as is the case in 
many (but not all) labs and as the WHO itself has recommended to avoid ambiguous 
positive/negative test results. 

d. The PCR test can detect non-infectious virus fragments weeks after an active infection, or 
from an infection of a contact person, as the US CDC confirmed.  

 
39 Strong JE, Feldmann H. The crux of Ebola diagnostics. J Infect Dis 2017; 216:1340–2. 
40 La Scola B, Le Bideau M, Andreani J, et al.  Viral RNA load as determined by cell culture as a management tool for discharge of SARS-CoV-2 
patients from infectious disease wards. Eur J Clin Microbiol Infect Dis 2020; 39:1059–61. PubMed 
41 Jaafar R et al. Correlation Between 3790 Quantitative Polymerase Chain Reaction–Positives Samples and Positive Cell Cultures, Including 
1941 Severe Acute Respiratory Syndrome Coronavirus 2 Isolates. Clinical Infectious Diseases, Volume 72, Issue 11, 1 June 2021, Page e921, 
https://doi.org/10.1093/cid/ciaa1491. Published: 28 September 2020 
42 Australian Government Department of Health. Novel coronavirus (COVID-19) Information for Clinicians: Frequently Asked Questions. 
Undated. Accessed 28 July 2021. 
43 Peter Doherty Institute: Post-market validation of the Beijing Genomics Institute (BGI) SARS-CoV-2 Real Time PCR platform. June 2020 
(prepared for the Australian Government) 
44 Swiss Policy Research. The Trouble With PCR Tests. Published October 2020. 

https://doi.org/10.1093/cid/ciaa1491
https://www.health.gov.au/sites/default/files/documents/2020/03/coronavirus-covid-19-information-for-clinicians.pdf?fbclid=IwAR0sTlOk3KO32Bb8n6T97MSEi6omt0ZimWyb-rl0TJB2Pgqus6eB5jfsH5U
https://www.health.gov.au/sites/default/files/documents/2020/06/post-market-validation-of-the-beijing-genomics-institute-bgi-sars-cov-2-real-time-pcr-platform.pdf
https://swprs.org/the-trouble-with-pcr-tests/
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e. The PCR test can detect viable virus in quantities too small to be infectious . 

13. Swiss Policy Research followed up the earlier paper in June 2021, citing a new German 
study which confirms and explains the failure of mass PCR testing. The German study 
re-analyzed PCR tests of 160,000 people and concluded:45 

“In light of our findings that more than half of individuals with positive PCR test results are 
unlikely to have been infectious, RT-PCR test positivity should not be taken as an accurate 
measure of infectious SARS-CoV-2 incidence. Our results confirm the findings of others 
that the routine use of ‘positive’ RT-PCR test results as the gold standard for assessing and 
controlling infectiousness fails to reflect the fact ‘that 50-75% of the time an individual is 
PCR positive, they are likely to be post-infectious.'” 

14. Dr Michael Yeadon is a specialist virologist and former VP and Chief Scientist of Pfizer 
Global R &D, who in an article from September 2020 on the PCR test, writes: 46 

“I was frankly astonished to realise they’re sometimes used in population screening for 
diseases – astonished because it is a very exacting technique, prone to invisible errors and 
it’s quite a tall order to get reliable information out of it, especially because of the 
prodigious amounts of amplification involved in attempting to pick up a strand of viral 
genetic code. The test cannot distinguish between a living virus and a short strand of RNA 
from a virus which broke into pieces weeks or months ago.” 

Dr Yeadon followed this article up in December 2020 with a lengthy article on the 
failure of the PCR test and called for it to be removed as a valid test for SARS-CoV-2:47 

“The entire ‘second wave’ is supported solely on the back of a flawed mass PCR test, which 
at industrialized scale was never, in my view and the views of others skilled in PCR, 
capable of delivering trustworthy results. I have detailed the evidence supporting the 
claim that the autumn PCR test results are not reliably detecting COVID-19 infection. It 
may seem a leap to damn the PCR test and claim that there isn’t an epidemic but a 
pseudo-epidemic. But even in the hands of skilled and careful people, the strange 
phenomenon of the PCR false positive pseudo-epidemic has occurred several times before. 
In large, industrialised labs, it is very likely that significant and unmeasured cross -
contamination related false positive rates are occurring.  

The key sign of a PCR false positive pseudo-epidemic is the relative paucity of excess 
deaths equal to the deaths claimed to be occurring as a result of the lethal infective agent. 
This key sign is present. 

The unprecedented “’second wave’ conundrum is solved. It’s of course not happening, but  
why a ‘second wave’ was talked up, months before unreliable PCR testing data was 
brought into service, demands deeper investigation. It’s not a science matter: not unless 
the team predicting the wave can produce the scientific literature upon which the 
prediction and modelling was based.” 

15. In August of last year, The New York Times published an article stating that as many 
as 90% of COVID-19 tests in three states were not indicative of active illness.48 In 
other words, they were picking up viral debris incapable of causing infection or being 
transmitted because the cycle threshold of the PCR testing amplified the sample too 
many times. 

 
45 Stang, A et al.  Journal of Infection. Vol 83, Issue 2, pp.237-279. The performance of the SARS-CoV-2 RT-PCR test as a tool for detecting 
SARS-CoV-2 infection in the population. Published: May 31, 2021DOI:https://doi.org/10.1016/j.jinf.2021.05.022 
46 Dr Michael Yeadon. Lies, Damned Lies and Health Statistics – the Deadly Danger of False Positives. The Daily Sceptic. 20 September 2020.   
47 Dr Michael Yeadon. The PCR False Positive Pseudo-Epidemic. The Daily Sceptic. 25 December 2020 
48 The New York Times. Your Coronavirus Test Is Positive. Maybe It Shouldn’t Be. The usual diagnostic tests may 
simply be too sensitive and too slow to contain the spread of the virus. Apoorva Mandavilli. 29 August 2020. 

https://www.journalofinfection.com/article/S0163-4453(21)00265-6/fulltext
https://www.journalofinfection.com/article/S0163-4453(21)00265-6/fulltext
https://dailysceptic.org/?s=Lies%2C+Damned+Lies+and+Health+Statistics+%E2%80%93+the+Deadly+Danger+of+False+Positives.
https://dailysceptic.org/the-pcr-false-positive-pseudo-epidemic/
https://archive.is/jH1dR#selection-487.0-487.18
https://archive.is/jH1dR#selection-487.0-487.18
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According to the report, laboratories in the United States are reportedly using cycle 
thresholds of between 37-45. Epidemiologists interviewed at the time said a cycle 
threshold of around 30 was probably more appropriate. Meaning the CDC’s SARS-
CoV-2 test standards for the PCR test would pick up an excessive number of false  
positives. In other words, limiting it to 30 cycles eliminated a substantial 63% of false 
positive cases. The New York Times article noted the CDC’s own data suggested the 
PCR did not detect live virus over a cycle threshold of 33. The reporter also noted that 
clinicians were not receiving the cycle threshold value as part of the test results. In 
writing the article, the expertise of epidemiologists from the Harvard T.H. Chan 
School of Public Health was drawn upon. The journalist also requested local 
laboratories to analyse results provided. The article is significant in that it represents 
one of the exceptionally few mainstream media critiques of the PCR testing procedure 
for SARS-CoV-2. 

Pertinent excerpts from this article are reproduced below: 

The most widely used diagnostic test for the new coronavirus, called a PCR test, provides a 
simple yes-no answer to the question of whether a patient is infected. 

But similar PCR tests for other viruses do offer some sense of how contagious an infected 
patient may be: The results may include a rough estimate of the amount of virus in the 
patient’s body. 

“We’ve been using one type of data for everything, and that is just plus or minus — that’s all,” 
Dr. Mina said. “We’re using that for clinical diagnostics, for public health, for policy decision -
making.” 

But yes-no isn’t good enough, he added. It’s the amount of virus that should dictate the 
infected patient’s next steps. “It’s really irresponsible, I think, to forgo the recognition that this 
is a quantitative issue,” Dr. Mina said.  

“Tests with thresholds so high may detect not just live virus but also genetic fragments, 
leftovers from infection that pose no particular risk — akin to finding a hair in a room long 
after a person has left,” Dr. Mina said.  

This calls into question the use of the binary result of this RT-PCR test to determine whether a 
person is contagious and must follow strict isolation measures. The article goes on to ponder 
whether one solution would be to adjust the cycle threshold used to decide that a patient is 
infected. “Most tests set the limit at 40, a few at 37. This means that you are positive for the 
coronavirus if the test process required up to 40 cycles, or 37, to detect the virus. The article 
continues: 

Any test with a cycle threshold above 35 is too sensitive, agreed Juliet Morrison, a virologist at 
the University of California, Riverside. “I’m shocked that people would think that 40 could 
represent a positive,” she said. A more reasonable cutoff would be 30 to 35, she added. Dr. 
Mina said he would set the figure at 30, or even less.  

The Food and Drug Administration said in an emailed statement that it does not specify the 
cycle threshold ranges used to determine who is positive, and that “commercial 
manufacturers and laboratories set their own.” 

The Centers for Disease Control and Prevention said it is examining the use of cycle threshold 
measures “for policy decisions.” The agency said it would need to collaborate with the F.D.A. 
and with device manufacturers to ensure the measures “can be used properly and with 
assurance that we know what they mean.”  

The C.D.C.’s own calculations suggest that it is extremely difficult to detect any live virus in a 
sample above a threshold of 33 cycles. Officials at some state labs said the C.D.C. had not 
asked them to note threshold values or to share them with contact-tracing organizations. 

https://archive.is/o/jH1dR/https:/www.fda.gov/media/135900/download
https://archive.is/o/jH1dR/https:/www.fda.gov/media/135900/download
https://archive.is/o/jH1dR/https:/www.fda.gov/media/135658/download
https://archive.is/o/jH1dR/https:/www.cdc.gov/coronavirus/2019-ncov/hcp/duration-isolation.html


Page 11 of 20  Petition: PCR testing – further evidence as requested 
31/7/2021  Provided to The Clerk of the Parliament (Queensland) 

Officials at the Wadsworth Center, New York’s state lab, have access to C.T. values from tests 
they have processed, and analyzed their numbers at The Times’s request. In July, the lab 
identified 794 positive tests, based on a threshold of 40 cycles. 

With a cutoff of 35, about half of those tests would no longer qualify as positive. About 70 
percent would no longer be judged positive if the cycles were limited to 30. (Emphasis added)  

In Massachusetts, from 85 to 90 percent of people who tested positive in July with a cycle 
threshold of 40 would have been deemed negative if the threshold were 30 cycles, Dr. Mina 
said. “I would say that none of those people should be contact -traced, not one,” he said. 

Other experts informed of these numbers were stunned. 

“I’m really shocked that it could be that high — the proportion of people with high C.T. value 
results,” said Dr. Ashish Jha, director of the Harvard Global Health Institute. “Boy, does it 
really change the way we need to be thinking about testing.” 

Dr. Jha said he had thought of the PCR test as a problem because it cannot scale to the 
volume, frequency or speed of tests needed. “But what I am realizing is that a really 
substantial part of the problem is that we’re not even testing the people who we need to be 
testing,” he said. 

The number of people with positive results who aren’t infectious is particularly concerning, 
said Scott Becker, executive director of the Association of Public Health Laboratories. “That 
worries me a lot, just because it’s so high,” he said, adding that the organization intended to 
meet with Dr. Mina to discuss the issue. 

But with 20 percent or more of people testing positive for the virus in some parts of the 
country, Dr. Mina and other researchers are questioning the use of PCR tests as a frontline 
diagnostic tool. 

People infected with the virus are most infectious from a day or two before symptoms appear 
till about five days after. But at the current testing rates, “you’re not going to be doing it 
frequently enough to have any chance of really capturing somebody in that window,” Dr. Mina 
added. 

16. The Portuguese court case that has rejected PCR testing on its population concludes: 
“The PCR methods (such as viral infection detection tests), as well as the diagnosis of 
the existence of a disease, for any and all persons, is a matter that cannot be carried 
out by law.” Excerpts appear below (translated):49 

“At a cycle threshold (ct) of 25, about 70% of the samples remain positive in cell culture (ie were 
infected): at a ct of 30, 20% of the samples remain positive; in a ct of 35, 3% of the samples 
remained positive; and in a ct above 35, no sample remained positive (infectious) in cell cultu re 
(see diagram). 

This means that if a person has a positive PCR test at a cycle threshold of 35 or higher (as is the 
case in most laboratories in the US and Europe), the chances of a person being infected are less 
than 3%. The probability of the person receiving a false positive is 97% or higher”.  

iv. What follows from these studies is simple -the eventual reliability of the PCR tests carried out 
depends, from the outset, on the threshold of amplification cycles they support,  such that, up to 
the limit of 25 cycles, the test reliability will be around 70%; if 30 cycles are performed, the degree 
of reliability drops to 20%; if 35 cycles are reached, the degree of reliability will be 3%.  
v. In the present case, the number of amplification cycles with which PCR tests are carried out in 
Portugal, including the Azores and Madeira, is unknown, since we were unable to find any 
recommendation or limit in this regard. 

 

 
49 Judgement of the Lisbon Court of Appeal: 1783/20.7T8PDL.L1-3.  

http://www.dgsi.pt/jtrl.nsf/33182fc732316039802565fa00497eec/79d6ba338dcbe5e28025861f003e7b30
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4. Kary Mullis inventor of the PCR test stated it is “incapable of diagnosing disease ” as it cannot 

distinguish between inactive and reproductive viruses.  

Preamble: Polymerase chain reaction (PCR) is a method widely used to rapidly make 

millions to trillions of copies of a specific DNA (deoxyribonucleic acid, or DNA, is a 

biological macromolecule that carries hereditary information in many organisms), or RNA 

(RNA stands for ribonucleic acid which function is to carry out the instructions encoded in 

DNA. There are three types of RNA, each with a different function; Messenger RNA 

(mRNA), Ribosomal RNA (rRNA), and Transfer RNA (tRNA)) sample, allowing scientists to 

take a very small sample and amplify it to a large enough amount to study in detail.  All 

covid case numbers reported every day are based on the PCR test. SARS-CoV-2, like many 

other viruses, contains genetic material called RNA which are so small they are difficult to 

detect. PCR tests double the fragments called 'cycle thresholds and keep multiplying until 

they have enough genetic material to identify. Most labs go up to 38 to 40 cycles which is 

an amplification of 1 trillion times. Genuinely sick people get a positive test after 6 cycles 

(64 amplifications) because they have a high viral load. Kary Mullis developed the PCR in 

1983 and was awarded the Nobel Prize in Chemistry. 

Kary Mullis spoke about the meaningful interpretation of results using PCR tests and its 

capacity to be misused. There are many millions of views of this linked conversation on 

multiple platforms, including YouTube. The linked video was taken in 1993 and the discussion 

was around the HIV-AIDS virus. Internet fact checking websites discredit this discussion as it 

doesn’t specifically refer to SARS-CoV-2. However, as a general principle the PCR test, because 

of its high levels of magnification, is incapable of diagnosing infectious disease or levels of 

infectivity in a meaningful or reliable way. (https://archive.org/details/kary-mullis-speaks-to-

misuse-of-pcr-1993)  

A TED talk by Nobel Laureate Karry Mullis in 2013 also on YouTube, explains his scientific 

philosophy (https://youtu.be/iSVy1b-RyVM). Kary Mullis and Anthony Fauci (currently director 

of the U.S. National Institute of Allergy and Infectious Diseases and the chief medical advisor to 

the president) often had public disagreements around the use of PCR tests and the science 

behind the process. A link to an interview with Kary Mullis appears here 

https://youtu.be/Oza1j2_WqBk (While this video has been viewed by many millions on 

YouTube, it would seem that it has long since disappeared from mainstream media, so the 

original source can’t be found.) Unfortunately, Kary Mullis is unable to comment on the 

current use of PCR tests, as his death occurred on 7 August 2019, right before the outbreak of 

SARS-CoV-2. 

  

https://archive.org/details/kary-mullis-speaks-to-misuse-of-pcr-1993
https://archive.org/details/kary-mullis-speaks-to-misuse-of-pcr-1993
https://youtu.be/iSVy1b-RyVM
https://youtu.be/Oza1j2_WqBk
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Additional information 

Information on this point is provided, but due to recent developments in relation to the CDC 
announcement that it is withdrawing the PCR test from 1 January 2022, this point itself is now 
redundant, given the word limit. This information is provided completeness but not to be 
included in the revised petition. 

5. Dr Reiner Fuellmich is leading an international class-action lawsuit against all responsible for 

using fraudulent testing to “engineer the pandemic” to force lockdowns around the world.  

Dr Fuellmich is a consumer protection trial lawyer in California and Germany for 26 years 

and founding member of the German Corona Extra-Parliamentary Inquiry Committee 

(Außerparlamentarischer Corona Untersuchungsausschuss, or ACU) launched July 10, 

2020. Fuellmich is leading the committee's SARS-CoV-2 crisis tort case — an international 

class-action lawsuit that will be filed against those responsible for using fraudulent 

testing to engineer the appearance of a dangerous pandemic to implement economically 

devastating lockdowns around the world.  

Fuellmich and his team present the faulty PCR test and the order for doctors to label any 

comorbidity death as a Covid death as fraud. The PCR test was never designed to detect 

pathogens and at 35 cycles is deemed inaccurate. In the video linked below, Dr David 

Martin interviews Dr Fuellmich about how and why the group was formed and the status 

of this work, including 4,000 patents issued for testing procedures and the SARS-CoV-2 

itself.50 

The more he investigated the facts available, the more Dr Fuellmich realized SARS-CoV-2 

was being grossly oversold. Eventually, he started making inquiries to see if there were 

any other lawyers out there raising questions about the legality of the pandemic and the 

global response to it. Dr Reiner Fuellmich has been investigating, in live sessions lasting 

several hours, why the federal and provincial governments imposed unprecedented 

restrictions as part of the corona virus incident, and what the consequences were and are 

for people. If trials and proceedings are filed and seek damages in international courts, 

there are potential implications for the administrations of any country.  

  

 
50 YouTube Interview: Dr David Martin with Reiner Fuellmich. July 15, 2021. 

https://www.youtube.com/watch?v=OUus0luK1W0
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Addendum 

This is provided for further information and was not part of the original paper provided to the 
Clerk of the Queensland Parliament. Further work on aspects of this research needs to be 
verified before any real conclusions can be drawn. In the meantime, it is provided for 
contemplation and future reference. 

Further discussion of the Lab Alert from the CDC.51 To recap on the announcement: 

After December 31, 2021, CDC will withdraw the request to the U.S. Food and Drug 
Administration (FDA) for Emergency Use Authorization (EUA) of the CDC 2019-Novel 
Coronavirus (2019-nCoV) Real-Time RT-PCR Diagnostic Panel, the assay first introduced in 
February 2020 for detection of SARS-CoV-2 only. CDC is providing this advance notice for clinical 
laboratories to have adequate time to select and implement one of the many FDA-authorized 
alternatives. 

Visit the FDA website for a list of authorized COVID-19 diagnostic methods. For a summary of 
the performance of FDA-authorized molecular methods with an FDA reference panel, visit this 
page. 

In preparation for this change, CDC recommends clinical laboratories and testing sites that have 
been using the CDC 2019-nCoV RT-PCR assay select and begin their transition to another FDA-
authorized COVID-19 test. CDC encourages laboratories to consider adoption of a multiplexed 
method that can facilitate detection and differentiation of SARS-CoV-2 and influenza viruses. 
Such assays can facilitate continued testing for both influenza and SARS-CoV-2 and can save 
both time and resources as we head into influenza season. Laboratories and testing sites should 
validate and verify their selected assay within their facility before beginning clinical testing. 

Not only is the CDC/FDA confessing there has been a problem with the PCR test which has 
been used to detect the SARS-CoV-2, starting in February of 2020, but they seek methods to 
differentiate between influenza and SARS-CoV-2, presumably with better “reference 
standards” of SARS-CoV-2. As noted above, this means the so called “cases” of multiple 
millions are dubious at best. To further explore the details of what exactly is being tested, and 
what the “reference standard” was used in testing for SARS-CoV-2, we need to turn to the 
updated FDA SARS-CoV-2 Reference Panel Comparative Data.52 The CDA announced:53 “On 
Tuesday, September 29, 2020, the U.S. Food and Drug Administration (FDA) updated its SARS-
CoV-2 Reference Panel Comparative Data. Users can view a table that shows the sensitivity 
mean estimates of the EUA-authorized SARS-CoV-2 molecular diagnostic tests using the FDA 
SARS- CoV-2 reference panel.” 

Before discussing the importance of “reference” standards or samples of SARS-CoV-2 in testing 
procedures in more detail, it is also interesting to note that on 18 September 2020 the CDC 
referred to the decreased number of influenza cases worldwide.54 

Following widespread adoption of community mitigation measures to reduce transmission of 
SARS-CoV-2, the virus that causes COVID-19, the percentage of U.S. respiratory specimens 
submitted for influenza testing that tested positive decreased from >20% to 2.3% and has 

 
51 Centres for Disease Control and Prevention. 07/21/2021: Lab Alert: Changes to CDC RT-PCR for SARS-CoV-2 Testing. Accessed 27 July 2021. 
52 US Food and Drug Administration. SARS-CoV-2 Reference Panel Comparative Data. Current as of 07/12/2020. Accessed 27 July 2021. 
53 Centers for Disease Control and Prevention. 10/02/2020: Lab Advisory: FDA Updates the SARS-CoV-2 Reference Panel Comparative Data. 
Accessed 27 July 2021. 
54 Olsen SJ, Azziz-Baumgartner E, Budd AP, et al. Decreased Influenza Activity During the COVID-19 Pandemic — United States, Australia, 
Chile, and South Africa, 2020. MMWR Morb Mortal Wkly Rep 2020;69:1305–1309. DOI: http://dx.doi.org/10.15585/mmwr.mm6937a6. 
Accessed 27 July 2021. 

https://www.cdc.gov/csels/dls/locs/2021/07-21-2021-lab-alert-Changes_CDC_RT-PCR_SARS-CoV-2_Testing_1.html
https://www.fda.gov/medical-devices/coronavirus-covid-19-and-medical-devices/sars-cov-2-reference-panel-comparative-data
https://www.cdc.gov/csels/dls/locs/2020/fda_updates_the_sars-cov-2_reference_panel_comparative_data.html
http://dx.doi.org/10.15585/mmwr.mm6937a6
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remained at historically low interseasonal levels (0.2% versus 1–2%). Data from Southern 
Hemisphere countries also indicate little influenza activity. 

The table below, extracted from the report, highlights the significant drop in influenza cases in 
Australia. The other countries compared in the report (United States, Chile, and South Africa) 
all experienced similar declines. In particular, “US Data from clinical laboratories in the United 
States indicated a 61% decrease in the number of specimens submitted (from September 29, 
2019–February 29, 2020 March 1–May 16, 2020) and a 98% decrease in influenza activity as 
measured by percentage of submitted specimens testing positive.” The report continues, 
“Influenza data reported to the World Health Organization’s (WHO’s) FluNet platform from 
three Southern Hemisphere countries that serve as robust sentinel sites for influenza from 
Oceania (Australia), South America (Chile), and Southern Africa (South Africa) showed very low 
influenza activity during June–August 2020, the months that constitute the typical Southern 
Hemisphere influenza season… In the Southern Hemisphere countries of Australia, Chile, and 
South Africa, only 33 influenza positive test results were detected among 60,031 specimens 
tested in Australia, 12 among 21,178 specimens tested in Chile, and six among 2,098 
specimens tested in South Africa, for a total of 51 influenza positive specimens (0.06%, 95% 
confidence interval [CI] = 0.04%–0.08%) among 83,307 tested in these three countries during 
April–July 2020 (weeks 14–31). In contrast, during April–July in 2017–2019, 24,512 specimens 
tested positive for influenza (13.7%, 95% CI = 13.6%–13.9%) among 178,690 tested in these 
three countries.” 

 

More telling is an update to this report from the CDC, published on 23 July 2021 which 
provides more detail on the prevalence of influenza and respiratory diseases in the US over the 
past five years. 55  

“During October 3, 2020–May 22, 2021, influenza activity was lower than during any 
previous influenza season since at least 1997, the first season for which data are 
publicly available. Among 1,095,080 clinical specimens tested, 1,921 (0.2%) specimens 
were positive for an influenza virus: 721 (37.5%) for influenza A and 1,200 (62.5%) for 
influenza B. During this period, public health laboratories tested 502,782 specimens; 
255 (0.05%) were positive for influenza, 153 (60.0%) were positive for influenza A, and 
102 (40.0%) were positive for influenza B virus… The cumulative incidence of 
laboratory-confirmed influenza-associated hospitalizations during this period was 0.8 
per 100,000 (range = 62.0–102.9 during the previous four seasons).” 

 
55 Olsen SJ, Winn AK, Budd AP et al. Changes in Influenza and Other Respiratory Virus Activity During the  
COVID-19 Pandemic — United States, 2020–2021. MMWR Morb Mortal Wkly Rep 2021;70;29;1014-1019. 23 July 
2021. Accessed 27 July 2021. 

https://www.cdc.gov/mmwr/volumes/70/wr/pdfs/mm7029-H.pdf
https://www.cdc.gov/mmwr/volumes/70/wr/pdfs/mm7029-H.pdf


Page 16 of 20  Petition: PCR testing – further evidence as requested 
31/7/2021  Provided to The Clerk of the Parliament (Queensland) 

The duration of the effect of the COVID-19 pandemic and associated mitigation 
measures on respiratory virus circulation is unknown. Circulation of other respiratory 
viruses might continue to change as pandemic mitigation measures are adjusted and 
as prevalence of and immunity to both SARS-CoV-2, the virus that causes COVID-19, 
and immunity to these other viruses waxes and wanes. 

 

The table above, copied from this report, shows that even with the advent of the so-called 
pandemic of SARS-CoV-2, the prevalence of influenzas and respiratory type viruses has not 
changed in five years. More significant is the that in the chart for influenza (top left), since 
early 2020, it has all but disappeared. It is the same for other respiratory type viruses 
identified, but for some reason the % positive blue line shows a sharp uptick in the middle of 
2021 for parainfluenza viruses, for reasons only known to the authors as this is not explained 
in the body of the report. 
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It is beyond comprehension that the authors of this paper do not question the testing 
methodology for SARS-CoV-2, used since February 2020, as the most significant contributor for 
the astonishing decrease in influenza and respiratory type viruses in the United States (and 
around the world). Instead, the authors see the decrease in influenza in terms of limitations of 
their own study, namely i) change in health-seeking behaviours as routine health visits were 
not possible during the pandemic, ii) test results were independently reported and therefore 
couldn’t be properly examined, and iii) some viral groupings are large (e.g. R.V, E.V - rhinovirus 
and enterovirus) and obscure type-specific patterns. 

Why is this relevant? If we return to the announcement by the CDC that they are advising 
SARS-CoV-2 testing laboratories/facilities to transition to testing methods to those which can 
“facilitate detection and differentiation of SARS-CoV-2 and influenza viruses”, it is beyond 
question that this is an admission that the current PCR testing methodology used many 
millions, if not billions of times, has completely failed as the results have been unable to 
differentiate between influenza type viruses and SARS-CoV-2.  

Proceeding in the knowledge that the current PCR testing methodology is fatally flawed as 
admitted by the CDC, the question must be asked about what exactly was tested FOR? In other 
words, what materials or reference samples were used in the PCR tests to VERIFY SARS-CoV-2? 
To answer this, we need to return to the FDA’s SARS-CoV-2 Reference Panel Comparative Data 
which describes it as:56 

The FDA SARS-CoV-2 Reference Panel allows for a more precise comparison of the analytical 
performance of different molecular in vitro diagnostic (IVD) assays intended to detect SARS-
CoV-2. The Reference Panel contains common, independent, and well-characterized reference 
material that is available to developers of SARS-CoV-2 nucleic acid-based amplification tests 
(NAATs) for which Emergency Use Authorization (EUA) was requested. 

The background to the FDA paper gives further clues: 

During the early months of the Coronavirus Disease 2019 (COVID-19) pandemic, clinical 
specimens were not readily available to developers of IVDs to detect SARS-CoV-2. Therefore, the 
FDA authorized IVDs based on available data from contrived samples generated from a range of 
SARS-CoV-2 material sources (for example, gene specific RNA, synthetic RNA, or whole genome 
viral RNA) for analytical and clinical performance evaluation. While validation using these 
contrived specimens provided a measure of confidence in test performance at the beginning of 
the pandemic, it is not feasible to precisely compare the performance of various tests that used 
contrived specimens because each test validated performance using samples derived from 
different gene specific, synthetic, or genomic nucleic acid sources. 

The FDA document goes on to say that it has granted emergency approval to 59 different PCR 
tests since the beginning of the pandemic, and that “…it is not feasible to precisely compare 
the performance of various tests that used contrived specimens because each test validated 
performance using samples derived from different gene specific, synthetic, or genomic nucleic 
acid sources.” While this document does not say that SARS-CoV-2 has been isolated, another 
CDC document claims:57  

On January 20, 2020, CDC received a clinical specimen collected from the first reported U.S. 
patient infected with SARS-CoV-2. CDC immediately placed the specimen into cell culture to 
grow a sufficient amount of virus for study. On February 2, 2020, CDC generated enough SARS-

 
56 US Food and Drug Administration. SARS-CoV-2 Reference Panel Comparative Data. Current as of 07/12/2020. 
Accessed 27 July 2021. 
57 Centers for Disease Control and Prevention. SARS-CoV-2 Viral Culturing at CDC. Updated Dec. 29, 2020. 
Accessed 27 July 2021. 

https://www.fda.gov/medical-devices/coronavirus-covid-19-and-medical-devices/sars-cov-2-reference-panel-comparative-data
https://www.cdc.gov/coronavirus/2019-ncov/lab/grows-virus-cell-culture.html
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CoV-2 grown in cell culture to distribute to medical and scientific researchers. On February 4, 
2020, CDC shipped SARS-CoV-2 to the BEI Resources Repository. 

In yet another CDC document, further admission of sorts that there was no isolated specimen 

of SARS-CoV-2:58 

The analytical sensitivity of the rRT-PCR assays contained in the CDC 2019 Novel Coronavirus 

(2019-nCoV) Real-Time RT-PCR Diagnostic Panel were determined in Limit of Detection studies. 

Since no quantified virus isolates of the 2019-nCoV were available for CDC use at the time the 

test was developed and this study conducted, assays designed for detection of the 2019-nCoV 

RNA were tested with characterized stocks of in vitro transcribed full length RNA (N gene; 

GenBank accession: MN908947.2) of known titer (RNA copies/µL) spiked into a diluent 

consisting of a suspension of human A549 cells and viral transport medium (VTM) to mimic 

clinical specimen… 

For how long did they not have an isolated specimen or reference standard of SARS-CoV-2 at 

the height of the so-called pandemic? For example, in early 2020 when many elderly people 

from nursing homes were dying in Australia and elsewhere around the world, such as New 

York city and many parts of the UK and in northern Italy, what assay or isolate was being used 

to conclusively diagnose SARS-CoV-2? Even though the CDC claims to have isolated or 

sequenced (strange to sequence something that constantly changes, which is what viruses do) 

SARS-CoV-2, the question is how can this be proven beyond any doubt? The so-called 

limitations are also interesting to note on page 38 of this document: 

• Performance of the CDC 2019-nCoV Real-Time RT-PCR Diagnostic Panel has only been 

established in upper and lower respiratory specimens (such as nasopharyngeal or 

oropharyngeal swabs, sputum, lower respiratory tract aspirates, bronchoalveolar lavage, and 

nasopharyngeal wash/aspirate or nasal aspirate). 

• Negative results do not preclude 2019-nCoV infection and should not be used as the sole basis 

for treatment or other patient management decisions. Optimum specimen types and timing for 

peak viral levels during infections caused by 2019-nCoV have not been determined. Collection of 

multiple specimens (types and time points) from the same patient may be necessary to detect 

the virus. 

• A false-negative result may occur if a specimen is improperly collected, transported or 

handled. False-negative results may also occur if amplification inhibitors are present in the 

specimen or if inadequate numbers of organisms are present in the specimen. 

• Positive and negative predictive values are highly dependent on prevalence. False-negative 

test results are more likely when prevalence of disease is high. False-positive test results are 

more likely when prevalence is moderate to low. 

• Do not use any reagent past the expiration date.  

• If the virus mutates in the rRT-PCR target region, 2019-nCoV may not be detected or may be 

detected less predictably. The clinical performance has not been established in all circulating 

variants but is anticipated to be reflective of the prevalent variants in circulation at the time 

and location of the clinical evaluation. Performance at the time of testing may vary depending 

on the variants circulating, including newly emerging strains of SARSCoV-2 and their prevalence, 

which change over time. 

 
58 Centers for Disease Control and Prevention. CDC 2019-Novel Coronavirus (2019-nCoV) Real-Time RT-PCR 
Diagnostic Panel. Instructions for Use. CDC 2019-Novel Coronavirus (2019-nCoV) Real-Time RT-PCR Diagnostic 
Panel. For Emergency Use Only. CDC-006-00019, Revision: 07 CDC/DDID/NCIRD/ Division of Viral Diseases 
Effective: 07/21/2021. 

https://www.fda.gov/media/134922/download
https://www.fda.gov/media/134922/download
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• Inhibitors or other types of interference may produce a false-negative result. An interference 

study evaluating the effect of common cold medications was not performed. 

• Test performance can be affected because the epidemiology and clinical spectrum of infection 

caused by 2019-nCoV is not fully known. For example, clinicians and laboratories may not know 

the optimum types of specimens to collect, and, during the course of infection, when these 

specimens are most likely to contain levels of viral RNA that can be readily detected. 

• Detection of viral RNA may not indicate the presence of infectious virus or that 2019-nCoV is 

the causative agent for clinical symptoms. 

• The performance of this test has not been established for monitoring treatment of 2019-nCoV 

infection. 

• The performance of this test has not been established for screening of blood or blood products 

for the presence of 2019-nCoV. 

• This test cannot rule out diseases caused by other bacterial or viral pathogens. 

While it is necessary to provide limitations for any scientific endeavour, there is no discussion about 

how the SARS-CoV-2 reference standard or sample was obtained, sequenced or isolated. This is the 

type of technical document such information would likely have appeared. Nevertheless, more broadly, 

questions continue to be asked about the veracity of the so-called isolation of the SARS-CoV-2 virus in 

scientific and medical circles, which often goes completely unreported. It is not the purpose of this 

paper to take a deep dive into this subject, as that is for virology and other scientific experts, besides it 

is controversial to cite even the most qualified experts. As such, this would create an unnecessary 

distraction to the main points raised in this paper. Sufficed to say, that the entire manner of how SARS-

CoV-2 is tested along the process chain raises more questions than provides answers, such as: 

a) If, as has been established, the PCR test is a complete failure, what percentage of this failure 

can be attributed to the assay specimen or reference standard of SARS-CoV-2? 

b) The lead agencies across the world, WHO, DCD, FDA, Governments and Departments of Health 

all extolled the PCR test as the “gold standard” which has also been established as not meeting 

minimum standards, so why should we trust the same agencies when they advise that SARS-

CoV-2 virus has been isolated? 

c) As has been established, the PCR test was never intended to diagnose infection, such as for a 

virus (as the inventor declared), therefore, if this has been little more than propaganda, how 

can we be certain that what was used in the PCR test as the reference standard (i.e. SARS-CoV-

2 isolate) is genuine? 

d) Is the SARS-CoV-2 virus isolate a physical reference standard or does it exist merely as a 

logarithm generated by a computer? 

e) There are many expert voices from science, medicine and epidemiology that only appear on 

alternative media sources because they are censored from the mainstream. How long will 

these calls for honesty in science and the scientific method be silenced before overwhelming 

evidence ridicules what amounts to be medical propaganda? 

f) If a freedom of information request were to be generated from health agencies in Australia to 

provide evidence of SARS-CoV-2 having been isolated, can we be confident of an honest 

response? 

g) Given the failure of the PCR test, especially to differentiate between SARS-CoV-2 and influenza 

type viruses, why should it take another six months to withdraw the test if it is officially 

deemed not fit for purpose. 

h) How confident can we be that the information provided to the people is honest and based on 

rigorous scientific method about, say the so-called SARS-CoV-2 vaccines if the method of 

testing for the pathogen is so prodigiously flawed? 
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